( % X 13 )

BUELEOES

RERD | BB 4gq B | B g %
+ MR %A | e @Dl )
FEER A& ME B ) |8 & wO A
BA | R AR Bl & | @l o )

Identification of a novel variant of the RET proto-oncogene in a novel family
with Hirschsprung’s disease _
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