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Between- and within-islands comparisons of nuclear and
mitochondrial DNA of Anoplophora spp. populations (Cerambycidae,
Coleoptera) in Amami Gunto Iss. collected after 2015
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Between- and within-islands comparisons of nuclear and mitochondrial DNA of Anoplophora spp. populations
(Cerambycidae, Coleoptera) in Amami Gunto Iss. collected after 2015
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