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Abstract
Twenty-one citrus samples from Yorojima of Setouchi-cho in Amamiohshima-island were classified into
seven types that were further grouped into roughly two major ones by cluster analysis (UPGMA methods)
based on the band pattern of RAPD analysis. On the other hands, 14 citrus samples from Nakanoshima in
Toshimma-mura were divided into three patterns by the existence of the bands of 380bp and 550bp using

Mariner like elements (MLE) gene analysis.
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