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ABSTRACT. This epidemiological survey was conducted to determine the prevalence of Hepatozoon, Babesia and Theileria infection in the 
Iriomote cat (IC) and the Tsushima leopard cat (TLC). Blood samples from 43 ICs and 14 TLCs were collected between November 2002 
and January 2012. Polymerase chain reaction and DNA sequencing analyses detected a Hepatozoon felis infection prevalence of 72.0% 
(31/43 cats) and 100% (14/14 cats) in ICs and TLCs, respectively. The degree of Hepatozoon parasitemia observed on blood smears ranged 
from 0.1 to 4.7%. However, no cases had obvious clinical signs of hepatozoonosis. Neither Babesia- nor Theileria-infected wildcats were 
detected in this study.
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The Iriomote cat (IC), Prionailurus bengalensis iriomo-
tensis, and the Tsushima leopard cat (TLC), Prionailurus 
bengalensis euptilura, are the only two subspecies of leop-
ard cats in Japan [15]. The current populations of each are 
estimated to be approximately 100 animals; therefore, their 
conservation is a great concern [13]. One of the most im-
portant factors threatening their survival is the expansion of 
human activities in wildcat habitats. Infectious diseases may 
be another potential factor limiting these wildcat popula-
tions [9, 11, 17, 18]. Ectoparasites, such as ticks and lice, are 
potential disease vectors and have frequently been observed 
in ICs and TLCs. Thus, both ICs and TLCs are at risk of 
infection with arthropod-borne bacterial, protozoan and 
rickettsial diseases. In this study, we conducted a molecular 
epidemiological survey to determine the prevalence of the 
tick-borne protozoan pathogens Hepatozoon spp., Babesia 
spp. and Theileria spp. in these two endangered Japanese 
wildcat species as a part of ongoing conservation activities.

Capture and sample collection from both ICs and TLCs 
were done with permission from the Ministry of Environ-
ment and the Agency for Cultural Affairs in Japan. Capture 
procedures were conducted in cooperation with the Iriomote 
Wildlife Conservation Center and the Tsushima Wildlife 

Conservation Center of the Ministry of Environment. A se-
ries of ecological surveys were performed between August 
2002 and January 2012. During this period, 43 ICs and 14 
TLCs were either captured or found dead. Their degree of 
maturation was estimated from their physical appearance 
and dental growth. Almost all of the Japanese wildcats ex-
amined over the study period were infested with ticks. At 
least three tick species (larvae [L] of Amblyomma testudi-
narium, nymphs [N] of Haemaphysalis longicornis and L 
and N of H. hystricis) were found on the ICs, and four tick 
species (N of A. testudinarium, adults [Ad] of I. tanuki, Ad 
and L of H. megaspinosa and Ad and N of H. campanulata) 
were found on the TLCs. A total of 61 blood samples were 
collected from ICs and 29 from TLCs (Tables 1 and 2). Ten 
ICs and seven TLCs were trapped on multiple occasions, and 
thus, several blood samples were collected from the same 
cat. Blood samples were anti-coagulated with EDTA, and 
complete blood counts were performed using both an auto-
mated calculator (pocH-100iV, Sysmex, Kobe, Japan) and 
microscopic examination of Wright-Giemsa stained blood 
smears. The degree of parasitemia was estimated based on 
examination of 1,000 neutrophils and/or erythrocytes. The 
remaining blood samples were stored at −80°C until PCR 
analysis.

Total DNA was extracted from 200 µl of each blood sam-
ple using a QIAamp DNA Blood Mini Kit (Qiagen, Hilden, 
Germany) with a final elution volume of 200 µl. As an inter-
nal control, the glyceraldehyde-3-phosphate dehydrogenase 
(G3PDH) gene was amplified in each sample of extracted 
DNA as described elsewhere [11, 26]. If the G3PDH gene 
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was successfully amplified, the samples were then subjected 
to a screening PCR analysis for pathogens.

As a screening PCR, nested PCR was performed to 
amplify a partial 18S rRNA sequence derived from Hepa-
tozoon, Babesia and/or Theileria species using the primers 
F1 (5′-AGT CAT ATG CTT GTC TTA-3′) and R1 (5′-CCA 
TCA TTC CAA TTA CAA-3′) for the first round, and then 
F2 (5′-GAA ACT GCG AAT GGC TCA TTA-3′) and R2 (5′-
CGG TAG GCC AAT ACC CTA CCG TC-3′) [3, 6]. These 
primer sets are universal and recognize 18S rRNA genes 
from Hepatozoon spp., Babesia spp. and Theileria spp. The 
three different pathogens were differentiated from each other 
based on the size of the amplified DNA fragments (Hepato-
zoon spp., 267 bp; Babesia spp., 230 bp; Theileria spp., 242 
bp). The sensitivity of the screening PCR was determined for 
each pathogen as reported previously [11, 26], and as little as 
one copy of DNA in the reaction mixture was successfully 
detected (data not shown).

The G3PDH gene was successfully amplified in all 

samples; thus, all samples underwent screening PCR. In the 
screening PCR, relevant bands of DNA were seen after am-
plification in 48 samples from 31 ICs and 28 samples from 
14 TLCs (data not shown). Since all of the amplified DNA 
fragments were 267 bp long, we concluded that they were 
derived from Hepatozoon spp. Most of the adult cats were 
PCR-positive (Tables 1 and 2). Negative PCR results were 
mainly observed in immature cats, including ICs E-61, E-84, 
E-89, E-92, E-102, W-119, W131, W-137 and D-043, and 
TLC CMT-33. CMT-33 had been negative in 2010; however, 
he was PCR positive at the time of recapture in 2011 (Table 
2).

The seventy-six samples that were positive on initial 
screening PCR were then analyzed by nested PCR with the 
primer sets LS1 (5′-GGT TGA TCC TGC CAG TAG T-3′) 
and LR1 (5′-GAC TTC TCC TTC TTT AAG TGA TAA 
G-3′) for the first round, and LS2 (5′-ATA CAT GAG CAA 
AAT CTC AAC-3′) and LR2 (5′-TCT TCG ATC CCC TAA 
CTT TC-3′) for the second round. This enabled us to analyze 

Table 1. Profile of examined ICs and results from PCR and blood smear analysis

Cat ID Gendera) Ageb) Sampling 
year

Alive/ 
Deadc)

PCR 
(Hepato-
zoon)

Parasit-
emia (%)
(H. felis)d)

E-61 F SA 2003 D (−) N/T
E-83 F A 2008 AL (+) N/T
   2011 AL (+) 0.0
W-87 F A 2007 AL (+) 0.0
W-119 F J 2006 CRD (−) N/T
W-127 F A 2010 AL (+) 0.0
   2011 AL (+) 0.0
   2011 AL (+) 0.3
W-130 F A 2011 AL (+) 4.7
W-134 F A 2010 AL (+) 0.0
   2010 AL (+) 0.1
   2011 CRD (+) N/T
W-135 F A 2010 CRD (+) N/T
W-137 F J 2010 CRD (−) N/T
W-148 F A 2011 AL (−) N/T
E-30 M A 2003 AL (+) N/T
E-33 M A 2004 AL (+) N/T
E-60 M A 2004 AL (+) N/T
   2005 AL (+) 0.1
   2007 AL (+) 0.5
   2010 DY>D (+) N/T
E-67 M A 2005 AL (+) N/T
   2006 AL (+) N/T
   2006 AL (+) N/T
   2008 AL (+) 0.0
E-70 M A 2006 AL (+) 0.1
E-71 M A 2006 AL (+) 0.0
E-72 M A 2006 AL (+) 4.3
E-82 M A 2012 AL (+) 0.5
E-84 M J 2008 D (−) N/T
E-89 M J 2010 CRD (−) N/T
E-91 M SA 2010 CRDY (+) N/T
   2010 D (+) N/T

Cat ID Gendera) Ageb) Sampling 
year

Alive/ 
Deadc)

PCR 
(Hepato-
zoon)

Parasit-
emia (%)
(H. felis)d)

E-92 M J 2010 AL (−) N/T
E-98 M A 2011 AL (+) 0.0
E-100 M A 2012 AL (+) 0.0
E-102 M SA 2012 AL (−) N/T
W-48 M A 2006 AL (−) N/T
   2006 AL (−) N/T
W-99 M A 2008 CRD (+) N/T
W-101 M A 2007 AL (+) 1.3
W-106 M A 2005 AL (+) 1.9
   2007 AL (+) 0.3
W-108 M A 2007 AL (+) 1.3
W-113 M A 2006 AL (+) 0.1
W-118 M A 2006 AL (+) 1.4
W-120 M A 2006 AL (+) 0.3
W-121 M A 2006 AL (−) N/T
W-126 M A 2011 AL (+) 0.5
W-129 M A 2010 AL (+) 0.7
   2010 AL (+) 0.8
   2011 AL (+) 3.1
   2011 AL (+) 1.2
W-131 M J 2009 CRD (−) N/T
W-140 M A 2011 AL (+) 0.0
   2011 AL (+) 0.2
W-143 M A 2011 AL (+) 0.1
W-145 M A 2012 AL (+) 0.2
W-146 M A 2011 AL (+) 0.0
W-149 M A 2011 AL (+) 1.5
D-043 M J 2009 CRD (−) N/T

a) F, female; M, male.
b) A, adult; SA, subadult; J, juvenile.
c) AL, alive; DY, dying; CRDY, car-related dying; CRD, car-related 
death; D, dead.
d) N/T, not tested.
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most of the 18S rRNA gene (809 bp) [1, 7, 8, 12]. Successful 
amplifications were obtained from all tested samples, and 
the nucleotide sequences of the amplicons were determined 
(GenBank/EMBL/DDBJ Accession number AB771501 to 
AB771577). BLAST analysis revealed that all of the DNA 
amplicons were highly similar (99.9%) to the 18S rRNA gene 
of Hepatozoon felis(H. felis) originally isolated from a wild 
Indian leopard (Panthera pardus fusca) in Asia (HQ829443) 
[19]. The prevalence of H. felis in this study was 72.0% 
(31/43 cats) and 100% (14/14 cats) in ICs and TLCs, respec-
tively. χ2 test revealed no significant difference in H. felis 
prevalence between genders in ICs (95% confidence interval 
of odds ratio, 0.09–1.84; P=0.233). The odds ratio for TLCs 
was not calculated, because of the 100% infection rate in 
both genders. The H. felis prevalence in juvenile, subadult 
and adult ICs was 0% (0/7 cats), 33.3% (1/3 cats) and 90.9% 
(30/33 cats), respectively (Table 1). All adult TLCs were 
infected with H. felis, but its prevalence in subadult TLCs 
was 50% (1/2 cats) (Table 2). Neither Babesia nor Theileria-

derived genes were detected in ICs and TLCs in this survey.
Thirty-five blood smears from 26 ICs and 9 smears from 8 

TLCs were available (Tables 1 and 2). Although all of the 34 
wildcats were PCR positive for H. felis, cytoplasmic gam-
onts of H. felis in neutrophils were microscopically detected 
in only 24 out of the 35 samples from ICs (68.6%), and none 
of the examined TLCs showed microscopic evidence of H. 
felis parasitemia. The degree of parasitemia in the 24 samples 
containing visible cytoplasmic gamonts ranged from 0.1% to 
4.7% (Table 1). No piroplasms were detected in erythrocytes 
in any cases.

This epidemiological survey investigated the tick-borne 
diseases, hepatozoonosis, babesiosis and theileriosis in 
Japanese wildcat populations. Our results demonstrate 
that ICs and TLCs are infected with H. felis, but not with 
Babesia or Theileria. Previous studies have shown a preva-
lence of Hepatozoon infection ranging from 4 to 100% in 
Brazilian wild felids (ocelot, little spotted cat, margay and 
jaguarondi), Indian wild felids (Asiatic lion, Indian tiger and 
Indian leopard) and African lions and cheetahs [2, 4, 16, 19]. 
The prevalence of H. felis in ICs and TLCs was 72.0% and 
100%, respectively, which are higher rates of infection than 
those reported in other wildcat species in previous studies [2, 
19]. This might be due to the different environment found 
on Iriomote island and Tsushima island compared with the 
habitat of other wildcat species. Evaluation of the prevalence 
of H. felis in ticks inhabiting both islands will further our 
understanding of why Japanese wildcats have such a high 
prevalence of infection with this pathogen. In addition, the 
reason underlying the high H. felis prevalence in both wildcat 
species might be clarified by comparing the tick infestation 
rate with the rate of infection with H. felis in each wildcat 
species and in the domestic cats inhabiting each island.

Our results suggest that H. felis infection likely occurred 
during the wildcats’ adult life. Negative PCR results oc-
curred mainly in young and juvenile cats, and one subadult 
TLC converted from non-infected to infected over the study 
period. It may be that these immature cats have less frequent 
opportunities for infestation and ingestion of ticks than adult 
cats, resulting in their lower prevalence of H. felis. This also 
suggests that H. felis is primarily transmitted via ticks and 
not through vertical transmission.

The majority of the wildcats in our survey tested posi-
tive for H. felis; however, we did not find any physical or 
hematologic abnormalities in H. felis-infected animals, 
except for the cats that were found dying or dead (mostly 
car-related deaths). H. felis infection in domestic cats rarely 
causes disease in the infected host, and a previous case re-
port also suggests that H. felis is not very virulent in ICs 
[22, 25]. Previous histopathological analysis also suggests 
a low pathogenicity of H. felis in Japanese wildcats [14]. 
However, H. felis-infected domestic cats with parasitemia 
have been reported to have elevated serum levels of skeletal 
muscle-derived enzymes, such as creatine kinase and lactate 
dehydrogenase, which indicates damage to muscular tissue 
[5, 20]. Therefore, detailed evaluation of serum biomarkers 
of skeletal muscle might provide further information about 
the health status of H. felis-infected ICs and TLCs.

Table 2. Profile of examined TLCs and results from PCR and blood 
smear analysis

Cat ID Gendera) Ageb) Sampling 
year

Alive/ 
Deadc)

PCR 
(Hepato-

zoon)

Parasit-
emia (%)
(H. felis)d)

CFM-20 F A 2006 AL (+) N/T
CFS-18 F A 2002 AL (+) 0.0
CFS-26 F A 2006 AL (+) 0.0
CFT-17 F A 2002 AL (+) N/T
CFT-24 F A 2008 AL (+) 0.0
   2009 AL (+) N/T
   2010 AL (+) N/T
   2011 AL (+) N/T
CFT-25 F A 2006 AL (+) 0.0
   2009 AL (+) N/T
   2011 AL (+) N/T
CFT-27 F A 2008 AL (+) 0.0
   2009 AL (+) N/T
   2010 AL (+) N/T
   2011 AL (+) N/T
CFT-28 F A 2009 AL (+) N/T
   2011 AL (+) N/T
CMM-19 M A 2002 AL (+) N/T
   2005 AL (+) 0.0
   2006 AL (+) 0.0
CMS-29 M A 2008 AL (+) 0.0
   2009 AL (+) N/T
   2010 AL (+) N/T
   2011 AL (+) N/T
CMS-32 M SA 2009 AL (+) N/T
CMS-34 M A 2011 AL (+) N/T
CMT-33 M SA 2010 AL (−) N/T
  A 2011 AL (+) N/T
MM-22 M A 2008 AL (+) 0.0

a) F, female; M, male.
b) A, adult; SA, subadult.
c) AL, alive.
d) N/T, not tested.
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In this study, H. felis parasitemia was only visible in blood 
smears from ICs. The reason for this could not be determined 
from the small number of animals in our study. A previous 
histopathological study has shown that Hepatozoon spp. can 
be detected in multiple tissues in ICs, including the heart, 
tongue, masseter muscle and diaphragm, whereas they are 
only detected in the heart in TLCs [14]. Both wildcats in-
habit islands, but the islands are geographically and climati-
cally separated. Therefore, it is plausible that the virulence 
and/or tissue tropism of H. felis is subtly different between 
islands. In addition, there may be an influence of infectious 
diseases other than H. felis on host susceptibility. Acute 
onset of hepatozoonosis in domestic dogs is often observed 
in cases of co-infection with organisms, such as Babesia, 
internal parasites, Dirofilaria and others [10, 21, 23]. Since 
little is currently known about infectious diseases in Japa-
nese wildcats, a wide range of potential pathogens should be 
evaluated to determine their contribution to the development 
of Hepatozoon parasitemia in these animals.

We detected neither Babesia nor Theileria infection in 
Japanese wildcats. Susceptibility to these pathogens is wide-
spread among other felids [24, 27], and it is unlikely that 
Japanese wildcats are not susceptible to these pathogens. We 
consider it more likely that these pathogens, which have a 
tropism to felids, have not been introduced into the island 
habitats of these Japanese wildcats.

In conclusion, this molecular epidemiological study of 
two subspecies of leopard cat in Japan detected H. felis 
infection in most of the mature wildcats tested. In spite of 
the high prevalence of infection, no obvious pathogenicity 
of H. felis in Japanese wildcats was observed in this study; 
however, continued surveillance for infectious organisms, 
including Hepatozoon, is necessary for the conservation of 
this endangered species.

ACKNOWLEDGMENTS. We are grateful to Professor 
Hisashi Inokuma (Department of Clinical Veterinary Medi-
cine, Obihiro University of Agriculture and Veterinary Medi-
cine, Japan) for providing the T. orientalis DNA sample. This 
work was supported in part by grants from the Ministry of 
Education, Culture, Sports, Science and Technology in Japan 
(23580442).

REFERENCES

 1. Allison, R. W., Yeagley, T. J., Levis, K. and Reichard, M. V. 
2011. Babesia canis rossi infection in a Texas dog. Vet. Clin. 
Pathol. 40: 345–350. [Medline]  [CrossRef]

 2. André, M. R., Adania, C. H., Teixeira, R. H., Vargas, G. H., Fal-
cade, M., Sousa, L., Salles, A. R., Allegretti, S. M., Felippe, P. A. 
and Machado, R. Z. 2010. Molecular detection of Hepatozoon 
spp. in Brazilian and exotic wild carnivores. Vet. Parasitol. 173: 
134–138. [Medline]  [CrossRef]

 3. Ano, H., Makimura, S. and Harasawa, R. 2001. Detection of ba-
besia species from infected blood by polymerase chain reaction. 
J. Vet. Med. Sci. 63: 111–113. [Medline]  [CrossRef]

 4. Averbeck, G. A., Bjork, K. E., Packer, C. and Herbst, L. 1990. 
Prevalence of hematozoans in lions (Panthera leo) and cheetah 
(Acinonyx jubatus) in Serengeti National Park and Ngorongoro 

Crater, Tanzania. J. Wildl. Dis. 26: 392–394. [Medline]
 5. Baneth, G., Aroch, I., Tal, N. and Harrus, S. 1998. Hepatozoon 

species infection in domestic cats: a retrospective study. Vet. 
Parasitol. 79: 123–133. [Medline]  [CrossRef]

 6. Baneth, G., Kenny, M. J., Tasker, S., Anuq, Y., Shkap, V., Levy, 
A. and Shaw, S. E. 2004. Infection with a proposed new subspe-
cies of Babesia canis, Babesia canis subsp. presentii, in domes-
tic cats. J. Clin. Microbiol. 42: 99–105. [Medline]  [CrossRef]

 7. Criado-Fornelio, A., Rey-Valeiron, C., Buling, A., Barba-
Carreteno, J. C., Jefferies, R. and Irwin, P. 2007. New advances 
in molecular epizootiology of canine hematic protozoa from 
Venezuela, Thailand and Spain. Vet. Parasitol. 144: 261–269. 
[Medline]  [CrossRef]

 8. Criado-Fornelio, A., Buling, A., Pingret, J. L., Etievant, M., 
Boucraut-Baralon, C., Alongi, A. and Torina, A. 2009. Hemo-
protozoa of domestic animals in France: prevalence and mo-
lecular characterization. Vet. Parasitol. 159: 73–76. [Medline]  
[CrossRef]

 9. Fushuku, S., Yasuda, N., Matsumoto, M., Izawa, M., Doi, T., 
Sakaguchi, N. and Akuzawa, M. 2001. Reference values and 
limited serological survey for iriomote cat in Japan. J. Wildl. 
Dis. 37: 653–656. [Medline]

 10. Götsch, S., Leschnik, M., Duscher, G., Burgstaller, J. P., Wille-
Piazzai, W. and Joachim, A. 2009. Ticks and haemoparasites 
of dogs from Praia, Cape Verde. Vet. Parasitol. 166: 171–174. 
[Medline]  [CrossRef]

 11. Hirata, M., Tateno, M., Sakuma, M., Nakanishi, N., Izawa, M., 
Asari, Y., Okamura, M., Shimokawa Miyama, T., Setoguchi, A. 
and Endo, Y. 2012. An epidemiological survey of hemoplasma 
infection in Iriomote cats (Prionailurus bengalensis iriomoten-
sis). J. Vet. Med. Sci. 74: 1531–1537. [Medline]  [CrossRef]

 12. Inokuma, H., Okuda, M., Ohno, K., Shimoda, K. and Onishi, T. 
2002. Analysis of the 18S rRNA gene sequence of a Hepatozoon 
detected in two Japanese dogs. Vet. Parasitol. 106: 265–271. 
[Medline]  [CrossRef]

 13. Izawa, M., Doi, T., Nakanishi, N. and Teranishi, A. 2009. Ecol-
ogy and conservation of two endangered subspecies of the 
leopard cat (Prionailurus bengalensis) on Japanese islands. Biol. 
Conserv. 142: 1882–1890.  [CrossRef]

 14. Kubo, M., Miyoshi, N. and Yasuda, N. 2006. Hepatozoonosis in 
two species of Japanese wild cat. J. Vet. Med. Sci. 68: 833–837. 
[Medline]  [CrossRef]

 15. Masuda, R. and Yoshida, M. C. 1995. Two Japanese wildcats, 
the Tsushima cat and the Iriomote cat, show the same mitochon-
drial DNA lineage as the leopard cat Felis bengalensis. Zoolog. 
Sci. 12: 655–659. [Medline]  [CrossRef]

 16. Metzger, B., dos Santos Paduan, K., Rubini, A. S., de Oliveira, 
T. G., Pereira, C. and O’Dwyer, L. H. 2008. The first report of 
Hepatozoon sp. (Apicomplexa: Hepatozoidae) in neotropical 
felids from Brazil. Vet. Parasitol. 152: 28–33. [Medline]  [Cross-
Ref]

 17. Mochizuki, M., Akuzawa, M. and Nagatomo, H. 1990. Serologi-
cal survey of the Iriomote cat (Felis iriomotensis) in Japan. J. 
Wildl. Dis. 26: 236–245. [Medline]

 18. Nishimura, Y., Goto, Y., Yoneda, K., Endo, Y., Mizuno, T., 
Hamachi, M., Maruyama, H., Kinoshita, H., Koga, S., Komori, 
M., Fushuku, S., Ushinohama, K., Akuzawa, M., Watari, T., 
Hasegawa, A. and Tsujimoto, H. 1999. Interspecies transmission 
of feline immunodeficiency virus from the domestic cat to the 
Tsushima cat (Felis bengalensis euptilura) in the wild. J. Virol. 
73: 7916–7921. [Medline]

 19. Pawar, R. M., Poornachandar, A., Srinivas, P., Rao, K. R., Lak-
shmikantan, U. and Shivaji, S. 2012. Molecular characterization 

http://www.ncbi.nlm.nih.gov/pubmed/21790699?dopt=Abstract
http://dx.doi.org/10.1111/j.1939-165X.2011.00332.x
http://www.ncbi.nlm.nih.gov/pubmed/20630658?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2010.06.014
http://www.ncbi.nlm.nih.gov/pubmed/11217056?dopt=Abstract
http://dx.doi.org/10.1292/jvms.63.111
http://www.ncbi.nlm.nih.gov/pubmed/2117677?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9806492?dopt=Abstract
http://dx.doi.org/10.1016/S0304-4017(98)00160-5
http://www.ncbi.nlm.nih.gov/pubmed/14715738?dopt=Abstract
http://dx.doi.org/10.1128/JCM.42.1.99-105.2004
http://www.ncbi.nlm.nih.gov/pubmed/17088022?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2006.09.042
http://www.ncbi.nlm.nih.gov/pubmed/19013719?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2008.10.012
http://www.ncbi.nlm.nih.gov/pubmed/11504245?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19729247?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2009.08.009
http://www.ncbi.nlm.nih.gov/pubmed/22785566?dopt=Abstract
http://dx.doi.org/10.1292/jvms.12-0094
http://www.ncbi.nlm.nih.gov/pubmed/12062514?dopt=Abstract
http://dx.doi.org/10.1016/S0304-4017(02)00065-1
http://dx.doi.org/10.1016/j.biocon.2009.05.005
http://www.ncbi.nlm.nih.gov/pubmed/16953084?dopt=Abstract
http://dx.doi.org/10.1292/jvms.68.833
http://www.ncbi.nlm.nih.gov/pubmed/8590833?dopt=Abstract
http://dx.doi.org/10.2108/zsj.12.655
http://www.ncbi.nlm.nih.gov/pubmed/18243562?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2007.12.006
http://dx.doi.org/10.1016/j.vetpar.2007.12.006
http://www.ncbi.nlm.nih.gov/pubmed/2110982?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10438892?dopt=Abstract


TICK-BORNE PROTOZOA IN JAPANESE WILDCATS 989

of Hepatozoon spp. Infection endangered Indian wild felids and 
canids. Vet. Parasitol. 186: 475–479. [Medline]  [CrossRef]

 20. Perez, R. R., Rubini, A. S. and O’Dwyer, L. H. 2004. The first 
report of Hepatozoon spp. (Apicomplexa, Hepatozoidae) in 
domestic cats from São Paulo state, Brazil. Parasitol. Res. 94: 
83–85. [Medline]  [CrossRef]

 21. Sakuma, M., Nakahara, Y., Suzuki, H., Uchimura, M., Sekiya, 
Z., Setoguchi, A. and Endo, Y. 2009. A case report: a dog with 
acute onset of Hepatozoon canis infection. J. Vet. Med. Sci. 71: 
835–838. [Medline]  [CrossRef]

 22. Sakuma, M., Nishio, T., Nakanishi, N., Izawa, M., Asari, Y., 
Okumura, M., Shimokawa Miyama, T., Setoguchi, A. and Endo, 
Y. 2011. A case of Iriomote cat (Prinailurus bengalensis iriomo-
tensis) with Hepatozoon felis parasitemia. J. Vet. Med. Sci. 73: 
1382–1384.  [CrossRef]

 23. Sasanelli, M., Paradies, P., Lubas, G., Otranto, D. and de Cap-
rariis, D. 2009. Atypical clinical presentation of coinfection with 
Ehrlichia, Babesia and Hepatozoon speices in a dog. Vet. Rec. 

164: 22–23. [Medline]  [CrossRef]
 24. Solano-Gallego, L. and Baneth, G. 2011. Babesiosis in dogs and 

cats—expanding parasitological and clinical spectra. Vet. Para-
sitol. 181: 48–60. [Medline]  [CrossRef]

 25. Tabar, M. D., Altet, L., Francino, O., Sánchez, A., Ferrer, L. 
and Roura, X. 2008. Vector-borne infections in cats: molecular 
study in Barcelona area (Spain). Vet. Parasitol. 151: 332–336. 
[Medline]  [CrossRef]

26.  Tanahara, M., Miyamoto, S., Nishio, T., Yoshii, Y., Sakuma, 
M., Sakata, Y., Nishigaki, K., Tsujimoto, H., Setoguchi, A. and 
Endo, Y. 2010. An epidemiological survey of feline hemoplasma 
infection in Japan. J. Vet. Med. Sci. 72: 1575–1581.[Medline] 
[CrossRef]

 27. Yabsley, M. J., Murphy, S. M. and Conningham, M. W. 2006. 
Molecular detection and characterization of Cytauxzoon felis 
and a Babesia species in cougars from Florida. J. Wildl. Dis. 42: 
366–374. [Medline]

http://www.ncbi.nlm.nih.gov/pubmed/22154254?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2011.11.036
http://www.ncbi.nlm.nih.gov/pubmed/15290247?dopt=Abstract
http://dx.doi.org/10.1007/s00436-004-1167-8
http://www.ncbi.nlm.nih.gov/pubmed/19578300?dopt=Abstract
http://dx.doi.org/10.1292/jvms.71.835
http://dx.doi.org/10.1292/jvms.11-0210
http://www.ncbi.nlm.nih.gov/pubmed/19122221?dopt=Abstract
http://dx.doi.org/10.1136/vr.164.1.22
http://www.ncbi.nlm.nih.gov/pubmed/21571435?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2011.04.023
http://www.ncbi.nlm.nih.gov/pubmed/18079064?dopt=Abstract
http://dx.doi.org/10.1016/j.vetpar.2007.10.019
http://dx.doi.org/10.1007/s00436-004-1153-1
http://dx.doi.org/10.1007/s00436-004-1153-1
http://www.ncbi.nlm.nih.gov/pubmed/16870859?dopt=Abstract

