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Basic research for early diagnosis of lung carcinomas by the application of DNA meth
ylation analysis
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Lung cancer is still a disease of high mortality, despite advanced diagnostic tech

niques. Mucins (MUC) play crucial roles in carcinogenesis and tumor invasion in lung neoplasms. We have de
veloped a novel "methylation-specific electrophoresis (MSE)" method to analyze the DNA methylation status
of MUC1 and MUC4 by high sensitivity and resolution.
By using the MSE method, we evaluated lung tissue samples from 33 patients with various lung lesions. Our
results showed that the TET1 was important factor for DNA demethylation to regulate the expression of MUC1l
and MUC4 in lung cancer. The analysis of the epigenetic changes of MUC1 and MUC4 may be useful for diagno
sing the carcinogenic risk and predicting outcome of patients.
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